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SOUHRN

Monoklonalni gamapatie nejasného vyznamu (MGUS) je prekancerdza spojena s trvale vySsim rizikem vzniku mnohocetné-
ho myelomu (MM). Jednim z cild soucasného molekularmé genetického pristupu k vyzkumu MGUS je identifikace vhodnych
genetickych marker( umoznuijicich vymezeni vysoce rizikovych osob s MGUS. Cytogenetickym vySetfenim bylo prokazano,
ze jiz v prekancerdznich plazmatickych burfikach se vyskytuji stejné chromozomoveé prestavby jako u MM, a to jak struk-
turni chromozomoveé abnormality, zejména primarni translokace genu IGH (14932), nejCastgji s chromozomovymi oblastmi
zahmuijici geny CCND1 (11g13), FGFR3 (4p16) a MAF (16923), tak pocetni zmény urcitych chromozomd, napt. trizomie
chromozomd 3, 5, 7, 9 a monozomie chromozomu 13. Doposud vSak nebyly identifikovany specifické chromozomové
zmeény, které by dokazaly zcela spolehlivé predvidat riziko nadorového zvratu prekancerdzy do plné rozvinutého nadoroveé-
ho stavu. Tato prace shrnuje aktualni poznatky o vyznamu chromozomovych aberaci v patogenezi MGUS a v transformaci
této prekancerdzy do pIné rozvinutého nadoru.
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SUMMARY

Mikulasova A., Kuglik P., Smetana J., Greslikova H., Rihova L., Klincova M., Hajek R.: The role of chromosomal
aberrations in pathogenesis of monoclonal gammopathy of undetermined significance

Monoclonal gammopathy of undetermined significance (MGUS) is a precancerosis permanently associated with higher risk
of progression into multiple myeloma (MM). One of the goals of the current molecular cytogenetic approach is identification
of suitable genetic markers which distinguish high-risk MGUS patients. Cytogenetic analysis showed that the same chro-
mosomal abnormalities found in MM, both structural and numerical, are already found in precancerous plasma cells. There
are especially primary IGH (14932) translocations, in most cases with chromosomal loci including genes CCND1 (119g13),
FGFR3 (4p16) and MAF (16923), as well as trisomies of chromosomes 3, 5, 7, 9 and monosomy of chromosome 13.
However, specific chromosomal changes that could reliably predict the risk of transition from precancerosis into malignancy
have not been identified. This paper summarizes the current knowledge about significance of chromosomal abnormalities
in MGUS pathogenesis and in transformation from this precancerosis into tumor.
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